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Repeat Masker: (P1-wwB54)
Input: FASTA/text DNA file

Output: Masked Sequence, Table 



Sliding Window

P2-wwB54

Input: masked DNA file

Output: list of 20mers (FASTA) 



Blast + short

blastn -db maize.fa -query 20mer.fa -out results.out -task 
blastn-short -outfmt "7 sstart" -evalue .006

Input: list of 20mers

Output: BLAST tabular results 



Tabular Features Creator: .tbl

Input:

BLAST results

transposon table

Output:

Feature Table

Summary File



Secondary Output



tbl2asn (NCBI)

tbl2asn -t template.sbt -p . -j 
"[organism=P1_wwB54]" -V 
vb

t= template file

-p . = directory

-j = source qualifier

-V vb =generate GenBank file



Final Results: P1-wwB54

Dark Red= transposon

Orange= more than 10 matches

Bright Green = less than 10 matches, all matches in p cluster

Blue= not matches in B73

Light purple = less than 10 matches, no matches in p cluster

Dark purple = less than 10 matches, some in p cluster



Dark Red= transposon   Orange= more than 10 matches   Bright Green = less than 10 matches, all matches in p 
cluster    Blue= not matches in B73     Light purple = less than 10 matches, no matches in p cluster   Dark purple 
= less than 10 matches, some in p cluster



Dark Red= transposon   Bright Green = less than 10 matches, all matches in p cluster    Blue= no matches in B73     
Light purple = less than 10 matches, no matches in p cluster







P2- wwB54

Dark Red= transposon

Orange= more than 10 matches

Bright Green = less than 10 matches, all matches in p 
cluster

Blue= no matches in B73

Light purple = less than 10 matches, no matches in p 
cluster

Dark purple = less than 10 matches, some in p cluster



Dark Red= transposon   Bright Green = less than 10 matches, all matches in p cluster    Blue= no matches in B73     
Dark purple = less than 10 matches, some matches in p cluster     Orange = more than 10 matches



J vs B54

BLAST database: P2[4Co63] = P2 in J

Sequence: P2-wwB54

Green = less than 10 matches in p2 of J   Blue= no matches in p2 of J



BLAST database: P2-wwB54

Sequence: P2[4Co63] = P2 in J

Green = less than 10 matches in p2 of J   Blue= no matches in p2 of J   Pink=regions unique to J


